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TST10088 Protein Sequence: 

1 EAEAIFPKQY PIIQFTTAGA TVQSYTNFIR AVRGRLTTGA DVRHEIPVLP 

51 NRVGLPINQR FILVELSNHA ELSVTLALDV TNAYVVGYRA GNSAYFFHPD 

101 NQEDAEAITH LFTDVQNRYT FAFGGNYDRL EQLAGNLREN IELGNGPLEE 

151 AISALYYYST GGTQLPTLAR SFIICIQMIS EAARFQYIEG EMRTRIRYNR 

2 01 RSAPDPSVIT LENSWGRLST AIQESNQGAF ASPIQLQRRN GSKFSVYDVS 

251 ILIPIIALMV YRCSPQGIAG QCMDPEPIVR IVGRNGLCVD VRDGRFHNGN 

301 AIQLWPCKSN TDANQLWTLK RDNTIRSNGK CLTTYGYSPG VYVMI YDCNT 

351 AAT DATRWQI WDNGTIINPR SSLVLAATSG NSGTTLTVQT NIYAVSQGWL 

401 PTQNTQPFVT TIVGLYGLCL QANSGQVWIE DCSSEKAEQQ WALYADGSIR 

4 51 PQQNRDNCLT SDSNIRETVV KILSCGPASS GQRWMFKNDG TILNLYSGLV 

501 LDVRASDPSL KQIILYPLHG DPNQIWLPLF 
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Figure 2 



TST10092 Protein Sequence: 



1 EAEAIFPKQY PIIQFTTAGA TVQSYTNFIR AVRGRLTTGA DVRHEIPVLP 

51 NRVGLPINQR FILVELSNHA ELSVTLALDV TNAYVVGYRA GNSAYFFHPD 

101 NQEDAEAITH LFTDVQNRYT FAFGGNYDRL EQLAGNLREN IELGNGPLEE 

151 AISALYYYST GGTQLPTLAR SFIICIQMIS EAARFQYIEG EMRTRIRYNR 

201 RSAPDPSVIT LENSWGRLST AIQESNQGAF ASPIQLQRRN GSKFSVYDVS 

251 ILIPIIALMV YRCSPQGIAG QCMDPEPIVR IVGRNGLCVD VRDGRFHNGN 

301 AIQLWPCKSN TDANQLWTLK RDNTIRSNGK CLTTYGYSPG VYVMIYDCNT 

351 AATDATRWQI WDNGTIINPR SSLVLAATSG NSGTTLTVQT NIYAVSQGWL 

4 01 PTNNTQPFVT TIVGLYGLCL QANSGQVWIE DCSSEKAEQQ WALYADGSIR 

451 PQQNRDNCLT SDSNIRETW KILSCGPASS GQRWMFKNDG TILNLYSGLV 

501 LDVRASDPSL KQIILYPLHG DPNQIWLPLF 
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Figure 3 



TST10147 Protein Sequence: 

1 EAEAIFPKQY PIIQFTTAGA 

51 NRVGLPINQR FILVELSNHA 

101 NQEDAEAITH LFTDVQNRYT 

151 AISALYYYST GGTQLPTLAR 

2 01 RSAPDPSVIT LENSWGRLST 

251 ILIPIIALMV YRCGSPQGIA 

301 NAIQLWPCKS NTDANQLWTL 

351 T AAT DAT RWQ IWDNGTIINP 

4 01 LPTQNTQPFV TTIVGLYGLC 

4 51 RPQQNRDNCL TSDSNIRETV 

501 VLDVRASDPS LKQIILYPLH 



TVQSYTNFIR AVRGRLTTGA DVRHEIPVLP 

ELSVTLALDV TNAYVVGYRA GNSAYFFHPD 

FAFGGNYDRL EQLAGNLREN IELGNGPLEE 

SFIICIQMIS EAARFQYIEG EMRTRIRYNR 

AIQESNQGAF ASPIQLQRRN GSKFSVYDVS 

GQCMDPEPIV RIVGRNGLCV DVRDGRFHNG 

KRDNTIRSNG KCLTTYGYSP GVYVMIYDCN 

RSSLVLAATS GNSGTTLTVQ TNIYAVSQGW 

LQANSGQVWI EDCSSEKAEQ QWALYADGSI 

VKILSCGPAS SGQRWMFKND GTILNLYSGL 
GDPNQIWLPL F 
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TST10088 DNA Insert Sequence: 



-117 
-67 
-17 
34 
84 
134 
184 
234 
284 
334 
384 
434 
484 
534 
584 
634 
684 
734 
784 
834 
884 
934 
984 
1034 
1084 
1134 
1184 
1234 
1284 
1334 
1384 
1434 
1484 
1534 
1584 



ATGAAACCGG 

TACTTTGGCC 

AT6GCTTT6T 

TACCGAAACA 

ACAACCTCGA 

TGTTGGAGCT 

ATTATACAGT 

TAATATGTCA 

TATCAGAGCT 

AT AGTCTCGA 

AAATACCAGT 

TTTATGGTCA 

ATTTTAGTTG 

TAAAATCAAC 

GGATGTC ACC 

CCTACAGTGG 

AT TTCTTT CA 

TAAAGAAAGT 

TTCACTGATG 

AAGTGACT AC 

TAGACTTGAA 

ATCTGAACTT 

ATGGTCCACT 

TACCAGGTGA 

GGCAC TCAGC 

CCGTGAGTCG 

GATTT CAGAA 

CTAAAGTCTT 

GAATTAGGTA 

CTT AATCC AT 

GAGAATAGTT 

CTCTT ATCAA 

AGCCT TTGCT 

TCGGAAACGA 

GTGTGTACGA 

CACAC ATGCT 

AGATGCTCTC 

TCTACGAGAG 

AGTGCGTATC 

TCACGCATAG 

GATTCCACAA 

CTAAGGTGTT 

GATGCAAATC 

CTACGTTTAG 

TGGAAAGTGT 

ACCTTTCACA 

TCTATGATTG 

A GAT ACT A AC 

GATAATGGAA 

CTATTACCTT 

AT CAGGGAAC 

TAGTCCCTTG 

TTAGTCAAGG 

AATCAGTTCC 

ATTGTTGGGC 

TAACAACCCG 

GATAGAGGAC 

CTATCTCCTG 

CAGATGGTTC 

GTCTACCAAG 

GATTCTAATA 

CTAAGATTAT 

AT CCTCTGGC 

TAGGAGACCG 

TGTAT AGTGG 

AC AT AT C ACC 

CAAATCATTC 

GTTTAGTAAG 

AT TAT TT 

TAATAAA 



GAGGAAATAC 
CTCCTTTATG 
TTTGGATCCA 
AAACCTAGGT 
GAAAAGAGAG 
CTTTTCTCTC 
TTACCACAGC 
AATGGTGTCG 
GTTCGCGGTC 
CAAGCGCCAG 
GTTGCC AAAC 
CAACGGTTTG 
AACTCTCAAA 
TTGAGAGTTT 
AATGCATATG 
TTACGT ATAC 
TCCTGACAAT 
AGG ACT GTTA 
TTCAAAATCG 
AAGTTTTAGC 
CAACTTGCTG 
GTTGAACGAC 
AGAGGAGGCT 
TCTCCTCCGA 
TTCCAACTCT 
AAGGTTGAGA 
GCAGCAAGAT 
CGTCGTTCTA 
CAACCGGAGA 
GTTGGCCTCT 
GGGGGAGACT 
CCCCCTCTGA 
AGTCCAATTC 
TCAGGT TAAG 
TGT GAGTAT A 
ACACTC ATAT 
CGCAAGGAAT 
GCGTTCCTTA 
GTAGGT CGAA 
CATCCAGCTT 
CGG AAACGC A 
GCCTTTGCGT 
AGCTCT GGAC 
TCGAGACCTG 
TTAACT ACT T 
AATTGATGAA 
CAATAC TGCT 
GTTATGACGA 
CCATCATAAA 
GGTAGTATTT 
AGTGGTACC A 
TCACCATGGT 
TTGGCT TCCT 
AACCGAAGGA 
TATATGGTCT 
ATATACCAGA 
TGTAGCAGTG 
ACATCGTCAC 
AAT ACGTCCT 
TTATGCAGGA 
TACGGGAAAC 
ATGCCCTTTG 
CAACGATGGA 
GTTGCTACCT 
GTTGGTGTTA 
CAACCACAAT 
TTTACCCTCT 
AAATGGGAG A 



TATTGTJZVATA 
ATAACA^TTAT 
CCTCAGCSGTG 
GGAGTCCCAC 

GCTGAAC3CTA 
CGAC TTC GAT 
GGGTGCCACT 
CCCACG C3TGA 
GTTTAACAAC 
CAAATT GTTG 
AGAGTT GGTT 
TCTCAACCAA 
TCATGC^GAG 
AGTACGTCTC 
TGGTCGGCTA 
ACCAGCCGAT 
CAGGAAGATG 
GTCCTT CTAC 
ATAT AC TTC 
TATATGTAAG 
GTAATC *IGAG 
CATT AG_2\CTC 
ATCT CA GCGC 
TAGAGT CGCG 
GGCTCGTTCC 
CCGAGCAAGG 
TCCAATATAT 
AGGTTA "TATA 
TCTGCA CCAG 
AGACGT GGTC 
TTCCAC TGCA 
AAGGTGACGT 
A ACT GC AGAG 
TTGACG TCTC 
TTAATC CCTA 
AATTAG GGAT 
TGCAGG- CCAG 
ACGTCC CGTC 
ATGGTC TATG 
T ACC AG ATAC 
ATAC AG T TGT 
TATGTC AACA 
TTTGAAAAGA 
AAAC TT TTCT 
ACGGGT ACAG 
TGCCCA TGTC 
GCAACT GATG 
CGTTGA CTAC 
TCCCAG ATCT 
AGGGTC TAGA 
CACTTA CAGT 
GTGAAT GTCA 
ACTCAS- AAT A 
TGAGTC TT AT 
GTGCTT GCAA 
CACGAA CGTT 
AAAAG& CTGA 
TTTT CC GACT 
CAGCAA. AACC 
GTCGTT TTGG 
AGTTGT CAAG 
TCAACA GTTC 
TGTTCA- AGAA 
ACAAGT TCTT 
GATGTG AGGG 
CTACAC TCCC 
CCATGGTGAC 
GGTACC ACTG 



TGGGTGTATG 
ACCCACATAC 
GTCTTTCACA 
CAGAAAGTGT 

TATTCCCCAA 
AT A AGG GGTT 
GTGCAAAGCT 
CACGTTTCGA 
TGGAGCTGAT 
ACCTCGACTA 
TGCCT ATAAA 
ACGGATATTT 
CTTTCTGTTA 
GAAAGACAAT 
CCGTGCTGGA 
GGCACGACCT 
CAGAAGCAAT 
GTCTTCGTTA 
GCCTTTGGTG 
CGGAAACC AC 
AGAAAATATC 
TCTTTTAT AG 
TT TAT TATTA 
AAATAATAAT 
TTTAT AATTT 
AAATATT AAA 
TG AGG GAG A A 
ACTCCCTCTT 
ATCCTAGCGT 
TAGGATCGCA 
ATTCAAGAGT 
TAAGTTCTCA 
ACGTAATGGT 
TGCATTACCA 
TCATAGCTCT 
AG TAT C GAGA 
TGTATGGATC 
ACAT ACCTAG 
TGTTGATGTT 
ACAACTACAA 
GGC CAT GCAA 
CCGGTACGTT 
GACAATACTA 
C TGT TAT GAT 
TCCGGGAGTC 
AGGCCCTCAG 
CCACCCGCTG 
GGTGGGCGAC 
AGTCTAGTTT 
TCAGATCAAA 
GCAA ACC A AC 
CGTTT GGTTG 
CACAACCTTT 
GTGTTGGAAA 
GCAAATAGTG 
CGTTT AT C AC 
ACAACAGTGG 
TGTT GTCACC 
GA GAT AAT T G 
CTCTATTAAC 
ATCCTCTCTT 
TAGGAGAGAA 
TGATGGAACC 
ACTACCTTGG 
CATCAGATCC 
GTAGTCTAGG 
CCAAACCAAA 
GGTTT GGTTT 



CAGTGGCAAC 
GTCACC GTTG 
TTAGAGGATA 
AATCTCCTAT 

ACAATACCCA 
TGT TAT GGGT 
ACACAAACTT 
TGTGTTTGAA 
GT GAGA CAT G 
CACTCTGTAC 
CCAACGGTTT 
GGTTGCCAAA 
CAT TAGCGC T 
GTAATCGCGA 
AATAGCGCAT 
TTATCGCGT A 
CACTCATCTT 
GTGAGT AGA A 
GT A AT TATG A 
CATTAATACT 
GAGTTGGGAA 
CTCAACCCTT 
CAGTAC TGGT 
GTCATGACCA 
GCATCCAAAT 
CGT AGGTTT A 
ATGCGCACGA 
TACGCGTGCT 
AATTACACTT 
TTAATGTGAA 
CTAACC AAGG 
GATTGGTTCC 
TCCAAATTCA 
AGGTTTAAGT 
CATGGTGTAT 
GTACCACAT A 
CTGAGCCC AT 
GACTCGGGTA 
AGG GAT GG A A 
TCCCTACCTT 
GTCTAATACA 
CAGATTATGT 
TTCGATCTAA 
AAGCTAGATT 
TAT GT GATG A 
ATACACTACT 
GCAAAT ATGG 
CGTTTATACC 
TAGCAGCGAC 
ATCGTCGCTG 
ATTTATGCCG 
TAAATACGGC 
TGTGACAACC 
ACACTGTTGG 
GAC AAGTATG 
CTGTTC ATAC 
GCTCTTTATG 
CG AGAA AT AC 
C CTT ACAAGT 
GGAATGTTCA 
GTGGCCCTGC 
CACCGGGACG 
ATTTTAAATT 
TAAAATTTAA 
GAGCCTTAAA 
CTCGGAATTT 
TATGGTTACC 
ATACCAATGG 
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Figure 5 



TST10092 DNA Insert Sequence: 



-117 
-67 
-17 

34 
84 
134 
184 
234 
284 
334 
384 
434 
484 
534 
584 
634 
684 
734 
784 
834 
884 
934 
984 
1034 
1084 
1134 
1184 
1234 
1284 
1334 
1384 
14 3 4 
1484 
1534 
1584 



ATGAAACCGG 

TACTTTGGCC 

ATGGCTTTGT 

TACCGAAACA 

ACAACCTCGA 

TGTTGGAGCT 

AT TAT ACAGT 

TAATATGTCA 

TATCAGAGCT 

AT AGTCTCGA 

AAATACCAGT 

TTTATGGTCA 

ATTTTAGTTG 

TAAAATCAAC 

GGATGTCACC 

CCTACAGTGG 

ATTTCTTTCA 

TAAAGAAAGT 

TTCACTGATG 

AAGTGACT AC 

TAGACTTGAA 

AT CTGAACTT 

AT GGTCCACT 

TACCAGGTGA 

GGCACTCAGC 

CCGTGAGTCG 

GATTTCAGAA 

CTAAAGTCTT 

GAATTAGGTA 

CTTAATCCAT 

GAGAATAGTT 

CTCTTATCAA 

AGCCTTTGCT 

TCGGAAACGA 

GTGTGTACGA 

CACAC ATGCT 

AGATGCTCTC 

TCTACGAGAG 

AGTGCGTATC 

TCACGCATAG 

GATTCCACAA 

CTAAGGTGTT 

GATGC AAATC 

CTACGTTTAG 

TGGAAAGTGT 

ACCTTTCACA 

TCTAT GATTG 

AGATACTAAC 

GATAATGGAA 

CTATTACCTT 

ATCAGGGAAC 

TAGTCCCTTG 

TTAGTCAAGG 

AATCAGTTCC 

ATTGTTGGGC 

TAACAACCCG 

GAT AG AG G AC 

CTATCTCCTG 

CAGATGGTTC 

GTCTACCAAG 

GATTCTAATA 

CT A AG AT TAT 

ATCCT CTGGC 

TAGGAGACCG 

TGTAT AGTGG 

AC AT AT C AC C 

CAAATCATTC 

GTTTAGTAAG 

AT TAT T T 

TAATAAA 



GAGGAAATAC 
CTCCTTTATG 
TTTGGATCCA 
AAACCTAGGT 
GAAAAG AG A G 
CTTTTCTCTC 

TTACCACAGC 
AATGGTGTCG 
GTTCGCGGTC 
CAAGCGCCAG 
GTTGCCAAAC 
CAACGGTTTG 
AACTCTCAAA 
TTGAGAGTTT 
AATGCATATG 
TTACGTATAC 
TCCTGACAAT 
AGGACTGTTA 
TTC AAAATCG 
AAGTTTTAGC 
CAACTTGCTG 
GTTGAACGAC 
AGAGGAGGCT 
TCTCCTCCGA 
TTCCAACTCT 
AAGGTT GAGA 
GCAGCAAGAT 
CGTCGTTCT A 
CAACCGGAGA 
GTTGGCCTCT 
GGGGGAGACT 
CCCCCTCTGA 
AGTCCAATTC 
TCAGGTTAAG 
TGTGAGTAT A 
ACACTCATAT 
CGCAAGGAAT 
GCGTTCCTTA 
GTAGGTCGAA 
CATCCAGCTT 
CGGAAACGC A 
GCCTTT GCGT 
AGCTCTGGAC 
TCGAGACCTG 
TTAACT ACTT 
AATTGATGAA 
CAAT ACTGCT 
GTT ATGACGA 
CCATCATAAA 
GGTAGTATTT 
AGTGGTACCA 
TCACCATGGT 
TTGGCTTCCT 
AACCGAAGGA 
TATATGGTCT 
ATATACCAGA 
TGTAGCAGTG 
ACATCGTCAC 
AATACGTCCT 
TTAT GCAGGA 
TACGGGAAAC 
ATGCCCTTTG 
CAACGATGGA 
GTTGCTACCT 
GTTGGTGTT A 
CAACCACAAT 
TTTACCCTCT 
AAATGGGAGA 



TATTGTAATA 
ATAAC AT TAT 
CCTCAGGGTG 
GGAGTCCCAC 

GCTGAAGCTA 
CGACTTCGAT 
GGGTGCCACT 
CCCACGGTGA 
GTTTAACAAC 
CAAATTGTTG 
AGAGTTGGTT 
TCTCAACCAA 
TCATGCAGAG 
AGTACGT CTC 
TGGTCGGCTA 
ACCAGCCGAT 
CAGGAAGATG 
GTCCTTCTAC 
AT AT AC ATT C 
TATATGTAAG 
GTAATCTGAG 
CATTAGACTC 
ATCTCAGCGC 
TAGAGTCGCG 
GGCTCGTTCC 
CCGAGCAAGG 
TCCAATATAT 
AGGTTAT ATA 
TCTGCACCAG 
AGACGTGGTC 
TTCC ACTGCA 
AAGGTGACGT 
AACT GCAGAG 
TTGACGTCTC 
TTAATCCCTA 
AATTAGGGAT 
TGCAGGGCAG 
ACGTCCCGTC 
ATGGTCT ATG 
T AC C AG A TAG 
ATACAGTTGT 
T ATGTCAAC A 
TTTGAAAAGA 
AAACTTT TCT 
ACGGGTACAG 
TGCCCAT GTC 
GC AACT GAT G 
CGTTGACTAC 
TCCC AGATCT 
AGGGTCTAGA 
C ACTT ACAGT 
GTGAATGTCA 
ACTAATAATA 
T GAT TAT TAT 
GTGCTTGCAA 
CACGAACGTT 
AAAAGGCTGA 
TTTTCCGACT 
CAGC AAAACC 
GTCGTTT TGG 
AGTTGTCAAG 
TCAACAGTTC 
TGTTCAAGAA 
ACAAGTT CTT 
GATGTGAGGG 
CTACACTCCC 
CCATGGTGAC 
GGTACCACTG 



TGGGTGTATG 
ACCCACATAC 
GTCTTTCACA 
CAGAAAGTGT 

TATTCCCCAA 
ATAAGGGGTT 
GTGCAAAGCT 
CACGT TTCGA 
TGGAGCTGAT 
ACCTCGACTA 
TGCCT AT AAA 
ACGGATATTT 
CTTTCTGTTA 
GAAAGACAAT 
CCGTGCTGGA 
GGCACGACCT 
CAGAAGCAAT 
GTCTT CGTTA 
GCCTTTGGTG 
CGGAAACCAC 
AG AAA AT AT C 
TCTTTTATAG 
TTTATTATTA 
AAATAATAAT 
TTTAT AATTT 
AAATATT AAA 
TGAGGGAGAA 
ACTCCCTCTT 
ATCCTAGCGT 
TAGGATCGCA 
ATTCAAGAGT 
TAAGT TCTCA 
ACGTAATGGT 
TGCATTACCA 
TCATAGCTCT 
AGTATCGAGA 
TGTATGGATC 
ACATACCTAG 
TGTT GATGTT 
ACAACTACAA 
GGCCATGCAA 
CCGGT ACGTT 
GACAATACTA 
CTGTTATGAT 
TCCGGGAGTC 
AGGCCCTCAG 
CCACCCGCTG 
GGTGGGCGAC 
AGTCT AGTTT 
TCAGATCAAA 
GCAAACCAAC 
CGTTTGGTTG 
CACAACCTTT 
GTGTTGGAAA 
GCAAATAGTG 
CGTTTATCAC 
AC A AC AGTGG 
TGTTGTCACC 
GAGATAATTG 
CTCTATTAAC 
ATCCT CTCTT 
TAGGAGAGAA 
TGATGGAACC 
ACTACCTTGG 
CATC AG AT CC 
GTAGTCTAGG 
CCAAACCAAA 
GGTTTGGTTT 



CAGTGGCAAC 
GTCACCGTTG 
TTAGAGGATA 
AATCTCCTAT 

ACAATACCCA 
TGTTATGGGT 
AC AC AA ACTT 
TGTGTTTGAA 
GTGAGACATG 
CACTCTGTAC 
CCAACGGTTT 
GGTTGCCAAA 
CATTAGCGCT 
GTAATCGCGA 
AAT AGCGCAT 
TTATCGCGTA 
CACTCATCTT 
GTGAGT AGAA 
GT A ATT ATG A 
CATTAATACT 
GAGT TGGGAA 
CTCAACCCTT 
CAGTACTGGT 
GTCATGACCA 
GCATCC AAAT 
CGT AGGTTT A 
ATGCGC ACGA 
TACGCGTGCT 
AATTAC ACTT 
TTAAT GTGAA 
CTAACCAAGG 
GATTGGTTCC 
TCCAAATTCA 
AGGTTTAAGT 
CAT GGTGTAT 
GTACCACAT A 
CT GAGCCC AT 
GACTC GGGTA 
AGGGATGGAA 
TCCCTACCTT 
GTC T AAT AC A 
CAGATT ATGT 
TTCGATCTAA 
AAGCTAGATT 
TATGTGATGA 
ATACACTACT 
GCAAAT ATGG 
CGTTTATACC 
TAGCAGCGAC 
ATCGTCGCTG 
ATTTATGCCG 
TAAATACGGC 
TGTGACAACC 
ACACTGTTGG 
G AC A AG TAT G 
CTGTTC AT AC 
GCTCTTTATG 
CGAGAAATAC 
CCTTACAAGT 
GGAATGTTC A 
GTGGCCCTGC 
CACCGGGACG 
ATTTTAAATT 
TAAAATTTAA 
GAGCCTTAAA 
CTCGGAATTT 
TATGGTTACC 
AT ACCAATGG 
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Figure 6 



TST10147 DNA Insert Sequence: 



-117 
-67 
-17 
34 
84 
134 
184 
234 
284 
334 
384 
434 
484 
534 
584 
634 
684 
734 
784 
834 
884 
934 
984 
1034 
1084 
1134 
1184 
1234 
1284 
1334 
1384 
1434 
1484 
1534 
1584 



ATGAAACCGG 
TACTTTGGCC 
ATGGCTTTGT 
TACCGAAACA 
ACAACCTCGA 
TGTTGGAGCT 
AT TAT ACAGT 
TAATATGTCA 
TATCAGAGCT 
ATAGTCTCGA 
AAATACCAGT 
TTTATGGTCA 
AT TTT AGTTG 
TAAAATCAAC 
GGATGTCACC 
CCTACAGTGG 
ATTTCTTTCA 
TAAAGAAAGT 
TTCACTGATG 
AAGTGACTAC 
TAGACTTGAA 
ATCTGAACTT 
AT GGT CCACT 
TACCAGGTGA 
GGCACTCAGC 
CCGTGAGTCG 
GATTTCAGAA 
CTAAAGTCTT 
GAATT AGGT A 
CTTAATCCAT 
GAGAATAGTT 
CTCTTATCAA 
AGCCTTTGCT 
TCGGAAACGA 
GTGTGTACGA 
CACAC ATGCT 
AGATGCGGTT 
TCT ACGCCAA 
CATAGTGCGT 
GTATCACGCA 
GAAGATTCCA 
CTTCT AAGGT 
AC AGATGC AA 
TGTCTACGTT 
TAATGGAAAG 
ATTACCTTTC 
TGATCTATGA 
ACTAGATACT 
TGGGATAATG 
ACCCT ATTAC 
GACATCAGGG 
CTGTAGTCCC 
CCGTTAGTCA 
GGCAATCAGT 
ACCATTGTTG 
T GGT A AC A AC 
AT G GAT AG AG 
TACCT ATCTC 
ATGCAGATGG 
TACGT CTACC 
AGTGATTCTA 
T C ACT A AG AT 
TGCAT CCTCT 
ACGTAGGAGA 
ATTTGTATAG 
TAAACATATC 
AAACAAATCA 
TTTGTTTAGT 
ACCATTATTT 
TGGTAAT AAA 



GAGGAAATAC 
CTCCTTTATG 
TTTGGATCCA 
AAACCTAGGT 
GAAAAGAGAG 
CTTTTCTCTC 
TTACCACAGC 
AATGGT GTCG 
GTTCGCGGTC 
CAAGCGCCAG 
GTTGCCAAAC 
CAACGGTTTG 
AACTCTCAAA 
TTGAGAGTTT 
AATGCATAT G 
TTACGT ATAC 
TCCTGACAAT 
AGGACTGTTA 
TTCAAAATCG 
AAGTTTTAGC 
CAACTTGCTG 
GTTGAACGAC 
AGAGGAGGCT 
TCTCCTCCGA 
TTCCAACTCT 
AAGGTTGAGA 
GCAGCAAGAT 
CGTCGTTCT A 
CAACCGGAGA 
GTT GGCCTCT 
GGGGGAGACT 
CCCCCTCTGA 
AGTCCAATTC 
TCAGGTTAAG 
TGTGAGTAT A 
ACACTCATAT 
CTCCGCAAGG 
GAGGCGTTCC 
ATCGTAGGTC 
TAGCATCCAG 
CAACGGAAAC 
GTTGCCTTTG 
ATCAGCTCTG 
TAGTCGAGAC 
TGTTTAACTA 
ACAAATTGAT 
TTGCAATACT 
AACGTT ATGA 
GAACCATCAT 
CTTGGT AGT A 
AACAGTGGT A 
TTGTCACCAT 
AGGTTGGCTT 
TCCAACCGAA 
GGCTATATGG 
CCGATATACC 
GACTGT AGC A 
CTGACATCGT 
TTCAAT ACGT 
AAGTT ATGC A 
ATATACGGGA 
TAT ATGCCCT 
GGCCAACGAT 
CCGGTTGCT A 
TGGGTTGGTG 
ACCCAACCAC 
TTCTTT ACCC 
AAGAAATGGG 



TATTGTAATA 
ATAACATTAT 
CCTCAGGGTG 
GGAGTCCCAC 

GCTGAAGCTA 
CGACTTCGAT 
GGGTGCC ACT 
CCCACGGTGA 
GTTT AACAAC 
CAAATTGTTG 
AGAGTTGGTT 
TCTCAACCAA 
TC ATGC A GAG 
AGTACGTCTC 
TGGTCGGCTA 
ACCAGCCGAT 
CAGGAAGATG 
GTCCTTCTAC 
ATAT AC ATTC 
TATATGTAAG 
GTAATCT GAG 
C ATT AGACTC 
ATCTCAGCGC 
TAGAGTCGCG 
GGCTCGTTCC 
CCGAGCAAGG 
TCCAATATAT 
AGGT TAT ATA 
TCTGCACCAG 
AGACGTGGTC 
TTCC ACT GCA 
AAGGTGACGT 
AACTGCAGAG 
TTGACGTCTC 
TTAATCCCTA 
AATT AGGGAT 
AATTGCAGGG 
TTAACGTCCC 
GAAATGGTCT 
CTTTACCAGA 
GCAATAC AGT 
CGTT ATGTCA 
GACTTTGAAA 
CTGAAAC TTT 
CTTACGGGTA 
GAATGCCCAT 
GCTGCAACTG 
CGACGTTGAC 
AAATCCCAGA 
TTTAGGGTCT 
CCACACTTAC 
GGTGTGAATG 
CCTACTCAGA 
GGAT GAGTCT 
TCTGTGCTTG 
AGACACGAAC 
GTGAAAAGGC 
CACTTTTCCG 
CCTC AGC AAA 
GGAGTCGTTT 
AACAGTTGTC 
TTGTCAACAG 
GGATGTTCAA 
CCTACAAGTT 
T TAG ATGTGA 
AATC TAC ACT 
TCTCCATGGT 
AGAGGTACCA 



TGGGTGTATG 
ACCCACATAC 
GTCTTTCACA 
CAGAAAGTGT 

TATTCCCCAA 
AT AAGGGGTT 
GTGCAAAGCT 
CACGTTTCGA 
TGGAGCTGAT 
ACCTCGACTA 
TGCCTATAAA 
ACGGATATTT 
CTTTCTGTTA 
GAAAGACAAT 
CCGTGCTGGA 
GGCACGACCT 
CAGAAGCAAT 
GTCTT CGTTA 
GCCTTTGGTG 
CGGAAACCAC 
AGAAAATATC 
TC TTT TAT AG 
TTTATTATTA 
AAATAATAAT 
TTTAT AATTT 
AAAT ATT AAA 
TGAGGGAGAA 
ACTCCCTCTT 
ATCCT AGCGT 
TAGGATCGCA 
AT TC AAGAGT 
TAAGTTCTCA 
ACGT AATGGT 
TGCATTACC A 
TC ATAGCTCT 
AG TAT C GAGA 
CAGTGTATGG 
GTCACATACC 
AT GTGTTGAT 
TACACAACTA 
TGTGGCCATG 
AC ACCGGTAC 
AGAGACAATA 
TC TCT GTT AT 
CAGTCCGGGA 
GTCAGGCCCT 
ATGCCACCCG 
TACGGTGGGC 
TCTAGTCT AG 
AG AT C AG AT C 
AGTGCAAACC 
TCACGTTTGG 
ATACAC AACC 
TATGTGTTGG 
CAAGCAAATA 
GT TCGTTT AT 
TG AACAAC AG 
ACTTGTTGTC 
AC C GAG AT A A 
TGGCTCTATT 
AAGATCCTCT 
TTCTAGGAGA 
GAATGATGGA 
CTTACTACCT 
GGGCATCAGA 
CCCGT AGTCT 
GACCCAAACC 
CTGGGTTTGG 



CAGTGGCAAC 
GTCACCGTTG 
TTAGAGGATA 
AATCTCCTAT 

ACAATACCCA 
TGT TATGGGT 
ACACAAACTT 
TGTGTTTGAA 
GTGAGACATG 
CACTCTGTAC 
CCAACGGTTT 
GGT TGCCAAA 
CAT TAGCGCT 
GTAATCGCGA 
AAT AGCGCAT 
TTATCGCGTA 
CACTCATCTT 
GTGAGT AGAA 
GTAATT ATGA 
CATTAATACT 
GAGTTGGGAA 
CTCAACCCTT 
CAGTACTGGT 
GTC ATGACCA 
GCATCCAAAT 
CGTAGGTTTA 
ATGCGCACGA 
TACGCGTGCT 
AAT TAC ACT T 
TTAATGTGAA 
CTAACCAAGG 
GATTGGTTCC 
TCCAAATTCA 
AGGTTTAAGT 
CAT GGTGTAT 
GTACCACATA 
ATCCTGAGCC 
TAGGACTCGG 
GTT AGGGATG 
CAATCCCTAC 
C A AGTCT AAT 
GTTCAGATT A 
CT ATTC GAT C 
GATAAGCTAG 
GTC TATGTGA 
CAGATACACT 
CTGGC AAAT A 
GAC CGTTTAT 
TTT TAGCAGC 
AAAATCGTCG 
AACATTTATG 
TTGTAAATAC 
TTT TGT GAC A 
AAAACACTGT 
GTGGAC AAGT 
CACCTGTTCA 
TGGGCTCTTT 
ACC CGAGAAA 
TTGCCTTACA 
AACGGAATGT 
CTTGTGGCCC 
GAACACCGGG 
ACC ATTTTAA 
TGGTAAAATT 
TCCGAGCCTT 
AGGCTCGGAA 
AAA TAT GGT T 
TTT AT A CCA A 
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Figure 8 
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Glycosylation Pattern from Glycosylation Variants 
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Days After Tumour Inoculation 



Efficacy of Glycoform 0 against P388 
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Figure 10 




Efficacy of Glycoform 1 against P388 
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Figure 11 
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Da ys Afte r Tumour Inoculation 
Efficacy of Glycoform 2 against P388 
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Weight loss data after treatment with different Glycoforms 
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Figure 13 
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Glycosylation Pattern from Glycosylation Iterative Refinement Variants 
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Figure h 4 
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Comparison of TST10088 and Ricin Cytotoxicities 
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Efficacy of TST10007 in Combination with Cisplatin against P388 
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Figure 16 
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A & B: Combination Efficacy of TST10007/Dox in P388 Model 
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A & B: Combination Efficacy of TST10088/Dox in P388 Model 
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Figure 18 
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A & B: Combination Efficacy of TST10088/Cis in P388 Tumour Model 
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Efficacy of TST10088 in Combination with Cyclophosphamide against P388 
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Combination Efficacy of TST1 0088/CPA in P388 Tumor Model. 
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Figure 20 
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Combination Efficacy of TST10088/CPA in P388 Tumor Model. 



WO 2005/090575 



PCT/CA2005/000436 



_. 21/25_ _ 

Figure 21 
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Kinetics of TST10088 Clearance from Mouse Serum 
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Figure 22 
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Distribution of 125 l Labelled TST10088 (Day 4 Injection) 
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Figure 




Distribution of 125 l Labelled TST10088 at 60 Minutes Post Injection 

(Day 4 Injection) 
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Figure 24 




Levels of TST10088 in Tumours with and without Doxorubicin 
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Figure 25 
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Presence of Serum Antibodies after Treatment with TST10007 and 

Doxorubicin 



